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Abstract
© SGEM2018. All rights reserved. Wastes from livestock farms contain significant amounts of
antibacterial drugs and antibiotic–resistant genes. Due to weak adsorption in the animal's body,
antibiotics are released into the environment in an unchanged form or as metabolites in the
composition of manure. In addition to the antibacterial agents, the manure of treated animals
contains antibiotic–resistant bacteria. The use of manure in untreated form as a soil fertilizer
can lead to the spread of antibiotic resistance among soil microorganisms. Composting is an
effective way to reduce the content of antibiotic–resistant genes in manure. In this paper, the
effect  of  the  composting  of  cow  manure  contaminated  with  different  concentrations  of
oxytetracycline on the temporal  change in the number of  two tetracycline–resistant  genes
tet(M) and tet(X) was evaluated. The initial concentrations of oxytetracycline in the cow manure
were 50 mg kg–1, 150 mg kg–1 and 300 mg kg–1. Composts mixtures were incubated for 4
months. The number of copies of tet(M) and tet(X) genes was evaluated by the real–time PCR
method using specific primers. It was found that the introduction of oxytetracycline in manure
leads to an increase in the level of resistant genes tet(M) and tet(X). The higher the dose of
antibiotic, the more genes were found. With the passage of time of the composting process, the
content of resistant genes decreases. On the 75th day, resistant genes were not found in all
samples of compost mixtures.
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